
GO:0006139
nucleobase−containing compound metabolic process

0.01555
52 / 2218

GO:0006351
transcription, DNA−templated

0.01206
33 / 1251

GO:0006355
regulation of transcription, DNA−templated

0.00571
32 / 1142

GO:0006725
cellular aromatic compound metabolic process

0.05243
56 / 2592

GO:0006807
nitrogen compound metabolic process

0.07867
56 / 2659

GO:0008150
biological_process

1.00000
184 / 10381

GO:0008152
metabolic process

0.51340
108 / 6076

GO:0009058
biosynthetic process

0.50848
61 / 3424

GO:0009059
macromolecule biosynthetic process

0.03552
48 / 2117

GO:0009889
regulation of biosynthetic process

0.02604
32 / 1276

GO:0009987
cellular process

0.44783
114 / 6353

GO:0010467
gene expression

0.00576
44 / 1713

GO:0010468
regulation of gene expression

0.00419
35 / 1257

GO:0010556
regulation of macromolecule biosynthetic process

0.01106
32 / 1196

GO:0016070
RNA metabolic process

0.01141
43 / 1731

GO:0018130
heterocycle biosynthetic process

0.03172
38 / 1594

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.01081
32 / 1194

GO:0019222
regulation of metabolic process

0.05484
37 / 1611

GO:0019438
aromatic compound biosynthetic process

0.05606
39 / 1716

GO:0031323
regulation of cellular metabolic process

0.02894
34 / 1385

GO:0031326
regulation of cellular biosynthetic process

0.01388
32 / 1216

GO:0032774
RNA biosynthetic process

0.01220
33 / 1252

GO:0034641
cellular nitrogen compound metabolic process

0.04557
54 / 2465

GO:0034645
cellular macromolecule biosynthetic process

0.04105
47 / 2085

GO:0034654
nucleobase−containing compound biosynthetic process

0.01210
36 / 1395

GO:0043170
macromolecule metabolic process

0.18592
75 / 3876

GO:0044237
cellular metabolic process

0.27711
94 / 5051

GO:0044238
primary metabolic process

0.16386
96 / 5017

GO:0044249
cellular biosynthetic process

0.23431
61 / 3162

GO:0044260
cellular macromolecule metabolic process

0.30814
68 / 3629

GO:0044271
cellular nitrogen compound biosynthetic process

0.02735
38 / 1577

GO:0046483
heterocycle metabolic process

0.03897
54 / 2442

GO:0050789
regulation of biological process

0.73129
45 / 2719

GO:0050794
regulation of cellular process

0.64396
40 / 2350

GO:0051171
regulation of nitrogen compound metabolic process

0.01284
32 / 1209

GO:0051252
regulation of RNA metabolic process

0.00609
32 / 1147

GO:0060255
regulation of macromolecule metabolic process

0.00823
36 / 1360

GO:0065007
biological regulation

0.77086
48 / 2935

GO:0071704
organic substance metabolic process

0.32183
100 / 5438

GO:0080090
regulation of primary metabolic process

0.04095
33 / 1374

GO:0090304
nucleic acid metabolic process

0.02658
46 / 1977

GO:0097659
nucleic acid−templated transcription

0.01206
33 / 1251

GO:1901360
organic cyclic compound metabolic process

0.13062
55 / 2700

GO:1901362
organic cyclic compound biosynthetic process

0.11404
39 / 1822

GO:1901576
organic substance biosynthetic process

0.45260
60 / 3318

GO:1903506
regulation of nucleic acid−templated transcription

0.00571
32 / 1142

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.01106
32 / 1196

GO:2001141
regulation of RNA biosynthetic process

0.00571
32 / 1142


