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nucleic acid binding transcription factor activity
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molecular_function
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GO:0003700

sequence−specific DNA binding transcription factor activity

0.00964

24 / 794

GO:0003824

catalytic activity

0.86917

69 / 4164

GO:0005215

transporter activity

0.20768

13 / 552

GO:0008509

anion transmembrane transporter activity

0.02627

5 / 92

GO:0015075

ion transmembrane transporter activity

0.03168

10 / 279

GO:0015103

inorganic anion transmembrane transporter activity

0.00229

4 / 31

GO:0015399

primary active transmembrane transporter activity

0.10102

4 / 97

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.10102

4 / 97

GO:0015662

ATPase activity, coupled to transmembrane movement of ions, ...

0.00466

3 / 19

GO:0016462

pyrophosphatase activity

0.65725

7 / 423

GO:0016787

hydrolase activity

0.36292

29 / 1477

GO:0016817

hydrolase activity, acting on acid anhydrides

0.68346

7 / 434

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.66692

7 / 427

GO:0016820

hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.04594

4 / 74

GO:0016829

lyase activity

0.17103

5 / 161

GO:0016835

carbon−oxygen lyase activity

0.00611

5 / 64

GO:0016887

ATPase activity

0.43864

5 / 238

GO:0017111

nucleoside−triphosphatase activity

0.62468

7 / 410

GO:0022804

active transmembrane transporter activity

0.03023

9 / 238

GO:0022857

transmembrane transporter activity

0.04089

13 / 416

GO:0022891

substrate−specific transmembrane transporter activity

0.04684

11 / 340

GO:0022892

substrate−specific transporter activity

0.12622

11 / 408

GO:0042623

ATPase activity, coupled

0.40038

4 / 176

GO:0042625

ATPase activity, coupled to transmembrane movement of ions

0.01844

3 / 31

GO:0042626

ATPase activity, coupled to transmembrane movement of substa...

0.04222

4 / 72

GO:0043492

ATPase activity, coupled to movement of substances

0.04222

4 / 72


