
GO:0003674
molecular_function

1.000000
610 / 10908

GO:0003824
catalytic activity

0.028800
273 / 4471

GO:0004497
monooxygenase activity

0.001439
11 / 69

GO:0005215
transporter activity

0.003840
51 / 624

GO:0005342
organic acid transmembrane transporter activity

0.008710
8 / 53

GO:0005488
binding

0.139902
301 / 5142

GO:0005506
iron ion binding

0.003156
22 / 209

GO:0008509
anion transmembrane transporter activity

0.005532
15 / 129

GO:0008514
organic anion transmembrane transporter activity

0.021694
9 / 74

GO:0015075
ion transmembrane transporter activity

0.015605
28 / 326

GO:0015171
amino acid transmembrane transporter activity

0.003333
7 / 36

GO:0016491
oxidoreductase activity

0.040596
64 / 923

GO:0016787
hydrolase activity

0.613160
86 / 1574

GO:0016810
hydrolase activity, acting on carbon−nitrogen (but not pepti...

0.035158
8 / 68

GO:0016811
hydrolase activity, acting on carbon−nitrogen (but not pepti...

0.000832
8 / 37

GO:0022857
transmembrane transporter activity

0.014660
40 / 502

GO:0022891
substrate−specific transmembrane transporter activity

0.007143
34 / 392

GO:0022892
substrate−specific transporter activity

0.001395
41 / 451

GO:0043167
ion binding
0.089505

168 / 2744

GO:0043169
cation binding

0.038655
98 / 1480

GO:0046872
metal ion binding

0.051932
91 / 1383

GO:0046914
transition metal ion binding

0.031971
78 / 1138

GO:0046943
carboxylic acid transmembrane transporter activity

0.008710
8 / 53


