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nucleic acid binding
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704 / 1477
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RNA binding

1.24e−13
290 / 479
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< 1e−20
209 / 277
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< 1e−20
236 / 339
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transporter activity

0.005416
260 / 523
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binding

0.009007
1898 / 4166
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protein transmembrane transporter activity

4.19e−05
28 / 36
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protein transporter activity

0.000662
48 / 76

GO:0015399
primary active transmembrane transporter activity

0.587674
48 / 110

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.587674
48 / 110

GO:0015450
P−P−bond−hydrolysis−driven protein transmembrane transporter...

1.05e−05
27 / 33

GO:0022804
active transmembrane transporter activity

0.550983
96 / 218

GO:0022857
transmembrane transporter activity

0.097728
185 / 389

GO:0022884
macromolecule transmembrane transporter activity

4.19e−05
28 / 36

GO:0022891
substrate−specific transmembrane transporter activity

0.052265
153 / 313

GO:0022892
substrate−specific transporter activity

0.024672
184 / 373

GO:0097159
organic cyclic compound binding

0.009802
1295 / 2812

GO:1901363
heterocyclic compound binding

0.008514
1293 / 2805


