
GO:0003674
molecular_function

1.000000
5138 / 9676

GO:0003676
nucleic acid binding

0.058971
863 / 1571

GO:0003723
RNA binding

9.75e−09
330 / 506

GO:0003735
structural constituent of ribosome

< 1e−20
240 / 299

GO:0003824
catalytic activity

0.198725
1987 / 3703

GO:0005198
structural molecule activity

7.80e−18
281 / 379

GO:0005488
binding

0.159375
2458 / 4582

GO:0008168
methyltransferase activity

0.000411
105 / 158

GO:0015035
protein disulfide oxidoreductase activity

0.000244
37 / 47

GO:0015036
disulfide oxidoreductase activity

0.000716
38 / 50

GO:0016491
oxidoreductase activity

0.390710
332 / 618

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.048886
48 / 76

GO:0016740
transferase activity

0.633971
738 / 1400

GO:0016741
transferase activity, transferring one−carbon groups

0.000635
109 / 166

GO:0097159
organic cyclic compound binding

0.268506
1607 / 2999

GO:1901363
heterocyclic compound binding

0.288307
1603 / 2994


