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P−P−bond−hydrolysis−driven transmembrane transporter activit...
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pyrophosphatase activity
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oxidoreductase activity, acting on CH−OH group of donors
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oxidoreductase activity, acting on the CH−OH group of donors...
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hydrolase activity, acting on acid anhydrides, catalyzing tr...
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6 / 89

GO:0016887
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nucleoside−triphosphatase activity
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cation−transporting ATPase activity
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active transmembrane transporter activity
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substrate−specific transmembrane transporter activity
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substrate−specific transporter activity
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ATPase activity, coupled
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ATPase activity, coupled to transmembrane movement of ions
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ATPase activity, coupled to transmembrane movement of substa...
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