
GO:0003674
molecular_function

1.000000
2307 / 8480

GO:0003824
catalytic activity

0.166670
1069 / 3855

GO:0005198
structural molecule activity

0.035409
50 / 146

GO:0005199
structural constituent of cell wall

4.07e−06
16 / 21

GO:0005215
transporter activity

0.049671
188 / 624

GO:0005372
water transmembrane transporter activity

0.001288
14 / 24

GO:0005488
binding

0.964617
1020 / 3883

GO:0015035
protein disulfide oxidoreductase activity

0.000813
23 / 46

GO:0015036
disulfide oxidoreductase activity

0.001318
24 / 50

GO:0016168
chlorophyll binding

0.000127
16 / 25

GO:0016491
oxidoreductase activity

0.017094
268 / 885

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.279735
43 / 145

GO:0016740
transferase activity

0.990535
359 / 1450

GO:0016757
transferase activity, transferring glycosyl groups

0.273364
83 / 287

GO:0016758
transferase activity, transferring hexosyl groups

0.105993
63 / 201

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.000572
15 / 25

GO:0022857
transmembrane transporter activity

0.008881
155 / 484

GO:0022891
substrate−specific transmembrane transporter activity

0.006313
134 / 409

GO:0022892
substrate−specific transporter activity

0.034371
145 / 468

GO:0046906
tetrapyrrole binding

0.051031
72 / 223

GO:0097159
organic cyclic compound binding

0.997647
593 / 2368

GO:1901363
heterocyclic compound binding

0.997884
590 / 2359


