
GO:0003674
molecular_function

1.000000
240 / 9448

GO:0003824
catalytic activity

0.168411
105 / 3830

GO:0004364
glutathione transferase activity

9.77e−06
7 / 31

GO:0005215
transporter activity

0.002382
26 / 566

GO:0005351
sugar:proton symporter activity

0.001767
5 / 35

GO:0005402
cation:sugar symporter activity

0.001767
5 / 35

GO:0008324
cation transmembrane transporter activity

0.290004
6 / 176

GO:0015075
ion transmembrane transporter activity

0.335061
9 / 295

GO:0015144
carbohydrate transmembrane transporter activity

0.010799
5 / 53

GO:0015291
secondary active transmembrane transporter activity

0.008117
9 / 137

GO:0015293
symporter activity

0.001268
6 / 48

GO:0015294
solute:cation symporter activity

0.001268
6 / 48

GO:0015295
solute:proton symporter activity

0.001767
5 / 35

GO:0016740
transferase activity

0.080299
45 / 1444

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.000223
8 / 65

GO:0022804
active transmembrane transporter activity

0.012414
13 / 253

GO:0022857
transmembrane transporter activity

0.071410
17 / 455

GO:0022891
substrate−specific transmembrane transporter activity

0.446000
10 / 364

GO:0022892
substrate−specific transporter activity

0.164327
14 / 412

GO:0051119
sugar transmembrane transporter activity

0.005414
5 / 45

GO:1901476
carbohydrate transporter activity

0.010799
5 / 53


