
GO:0003674
molecular_function

1.00000
202 / 8344

GO:0003824
catalytic activity

0.22212
87 / 3356

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.00687
11 / 192

GO:0004872
receptor activity

0.00818
5 / 52

GO:0005488
binding
0.46731
94 / 3839

GO:0008233
peptidase activity

0.04465
9 / 193

GO:0008236
serine−type peptidase activity

0.01132
6 / 78

GO:0016787
hydrolase activity

0.11138
34 / 1139

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.01024
11 / 203

GO:0017171
serine hydrolase activity

0.01132
6 / 78

GO:0030170
pyridoxal phosphate binding

0.00440
5 / 45

GO:0043167
ion binding

0.11308
59 / 2110

GO:0043168
anion binding

0.34500
29 / 1103

GO:0048037
cofactor binding

0.22503
7 / 204

GO:0060089
molecular transducer activity

0.02625
7 / 120

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.15853
7 / 184

GO:0097159
organic cyclic compound binding

0.89708
51 / 2417

GO:1901363
heterocyclic compound binding

0.89437
51 / 2413


