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cation transmembrane transporter activity

0.183529
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ion transmembrane transporter activity
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12 / 317
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transferase activity
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44 / 1601
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transferase activity, transferring glycosyl groups
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transferase activity, transferring hexosyl groups
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cellulose synthase activity
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3 / 24
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hydrolase activity
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40 / 1473
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hydrolase activity, acting on ester bonds
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12 / 472
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phosphatase activity

0.447523
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transmembrane transporter activity
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13 / 485
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inorganic cation transmembrane transporter activity
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GO:0022891
substrate−specific transmembrane transporter activity

0.467358
12 / 410
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substrate−specific transporter activity

0.337402
15 / 474

GO:0042578
phosphoric ester hydrolase activity
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6 / 195
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ion binding
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cation binding
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47 / 1352
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glucosyltransferase activity
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3 / 74

GO:0046872
metal ion binding

0.036684
46 / 1276

GO:0046873
metal ion transmembrane transporter activity

0.019070
7 / 98

GO:0046914
transition metal ion binding

0.057982
37 / 1026
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protein heterodimerization activity
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3 / 18
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protein dimerization activity
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