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ion transmembrane transporter activity
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transferase activity, transferring glycosyl groups
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phosphatase activity
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transmembrane transporter activity
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inorganic cation transmembrane transporter activity
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substrate−specific transmembrane transporter activity
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substrate−specific transporter activity
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phosphoric ester hydrolase activity
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ion binding
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cation binding
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metal ion binding
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metal ion transmembrane transporter activity
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transition metal ion binding
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protein heterodimerization activity
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protein dimerization activity
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