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molecular_function
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structural constituent of ribosome
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catalytic activity
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signal transducer activity
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structural molecule activity
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binding
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FMN binding
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oxidoreductase activity
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oxidoreductase activity, acting on the CH−NH2 group of donor...
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transferase activity, transferring glycosyl groups
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transferase activity, transferring hexosyl groups
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xyloglucan:xyloglucosyl transferase activity
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ribonucleotide binding
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small molecule binding
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ion binding
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anion binding
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cofactor binding
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coenzyme binding
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GO:0060089

molecular transducer activity
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GO:0097159

organic cyclic compound binding
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carbohydrate derivative binding
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GO:1901265

nucleoside phosphate binding
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heterocyclic compound binding
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