
GO:0000166
nucleotide binding

0.93875
50 / 1376

GO:0003674
molecular_function

1.00000
425 / 9715

GO:0003824
catalytic activity

0.78920
156 / 3735

GO:0005488
binding
0.86608

181 / 4380

GO:0005515
protein binding

0.78557
48 / 1207

GO:0016407
acetyltransferase activity

0.00569
5 / 27

GO:0016740
transferase activity

0.82182
57 / 1443

GO:0016746
transferase activity, transferring acyl groups

0.42893
6 / 120

GO:0016747
transferase activity, transferring acyl groups other than am...

0.22153
6 / 93

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.00511
7 / 49

GO:0016829
lyase activity

0.01091
14 / 161

GO:0016835
carbon−oxygen lyase activity

0.00853
8 / 67

GO:0016836
hydro−lyase activity

0.00222
5 / 22

GO:0036094
small molecule binding

0.94716
51 / 1413

GO:0043621
protein self−association

0.00793
3 / 10

GO:0048037
cofactor binding

0.07106
13 / 189

GO:0050661
NADP binding

0.00196
6 / 31

GO:0050662
coenzyme binding

0.14140
9 / 136

GO:0097159
organic cyclic compound binding

0.97469
101 / 2696

GO:1901265
nucleoside phosphate binding

0.93875
50 / 1376

GO:1901363
heterocyclic compound binding

0.97205
101 / 2687


