
GO:0003674
molecular_function

1.0000
194 / 10057

GO:0003824
catalytic activity

0.7471
76 / 4149

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.6102
4 / 218

GO:0004672
protein kinase activity

0.2351
14 / 583

GO:0004674
protein serine/threonine kinase activity

0.3660
11 / 498

GO:0004702
receptor signaling protein serine/threonine kinase activity

0.0560
2 / 20

GO:0004707
MAP kinase activity

0.0251
2 / 13

GO:0004871
signal transducer activity

0.4702
3 / 132

GO:0005057
receptor signaling protein activity

0.0822
3 / 53

GO:0005215
transporter activity

0.1449
16 / 621

GO:0005488
binding
0.0199

112 / 5046

GO:0005515
protein binding

0.0961
33 / 1362

GO:0008092
cytoskeletal protein binding

0.0251
5 / 86

GO:0008324
cation transmembrane transporter activity

0.0698
8 / 225

GO:0008422
beta−glucosidase activity

0.0215
2 / 12

GO:0015075
ion transmembrane transporter activity

0.1104
10 / 333

GO:0015926
glucosidase activity

0.0560
2 / 20

GO:0016301
kinase activity

0.3702
15 / 698

GO:0016740
transferase activity

0.8889
25 / 1585

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.5629
15 / 789

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.4049
14 / 664

GO:0016787
hydrolase activity

0.5654
28 / 1473

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.6589
4 / 232

GO:0022857
transmembrane transporter activity

0.2247
12 / 484

GO:0022890
inorganic cation transmembrane transporter activity

0.0852
6 / 158

GO:0022891
substrate−specific transmembrane transporter activity

0.2371
10 / 397

GO:0022892
substrate−specific transporter activity

0.1080
13 / 460

GO:0060089
molecular transducer activity

0.3197
4 / 148

GO:0072509
divalent inorganic cation transmembrane transporter activity

0.0044
4 / 35


