
GO:0001871
pattern binding

0.00516
12 / 13

GO:0003674
molecular_function

1.00000
5632 / 10188

GO:0003735
structural constituent of ribosome

0.00441
179 / 284

GO:0003824
catalytic activity

0.12004
2446 / 4371

GO:0005198
structural molecule activity

0.01915
225 / 371

GO:0005488
binding
0.34532

2722 / 4905

GO:0016740
transferase activity

0.58974
909 / 1651

GO:0016757
transferase activity, transferring glycosyl groups

0.52175
167 / 302

GO:0016758
transferase activity, transferring hexosyl groups

0.77366
108 / 204

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.00267
16 / 18

GO:0030246
carbohydrate binding

0.29215
50 / 85

GO:0030247
polysaccharide binding

0.00516
12 / 13

GO:0048037
cofactor binding

0.07419
174 / 292

GO:0048038
quinone binding

0.00266
10 / 10


