
GO:0003674
molecular_function

1.000000
5284 / 9804

GO:0003676
nucleic acid binding

0.219807
795 / 1449

GO:0003723
RNA binding

0.000946
291 / 478

GO:0003735
structural constituent of ribosome

1.95e−10
215 / 301

GO:0003824
catalytic activity

0.032602
2260 / 4109

GO:0004175
endopeptidase activity

0.000742
107 / 161

GO:0005198
structural molecule activity

2.31e−07
257 / 387

GO:0005488
binding

0.204390
2623 / 4828

GO:0008135
translation factor activity, nucleic acid binding

0.000887
61 / 86

GO:0008233
peptidase activity

0.003762
175 / 283

GO:0016787
hydrolase activity

0.024851
818 / 1453

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.002749
166 / 266

GO:0097159
organic cyclic compound binding

0.834067
1627 / 3059

GO:1901363
heterocyclic compound binding

0.835884
1622 / 3050


