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nucleic acid binding transcription factor activity

0.0076
488 / 845

GO:0003674
molecular_function
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GO:0003700
sequence−specific DNA binding transcription factor activity

0.0076
488 / 845
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motor activity
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GO:0003824
catalytic activity

0.9412
1856 / 3521

GO:0004175
endopeptidase activity

0.1385
63 / 106

GO:0004252
serine−type endopeptidase activity

0.0186
34 / 49
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binding
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GO:0005509
calcium ion binding

0.0337
65 / 103

GO:0008233
peptidase activity

0.4279
106 / 194

GO:0008236
serine−type peptidase activity

0.0627
52 / 83

GO:0016462
pyrophosphatase activity

0.9445
175 / 352

GO:0016787
hydrolase activity

0.9379
648 / 1252

GO:0016817
hydrolase activity, acting on acid anhydrides

0.9339
181 / 362

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.9329
179 / 358

GO:0017111
nucleoside−triphosphatase activity

0.9043
174 / 345

GO:0017171
serine hydrolase activity

0.0627
52 / 83

GO:0043167
ion binding

0.5367
1250 / 2329

GO:0043169
cation binding

0.3920
633 / 1169

GO:0046872
metal ion binding

0.4653
580 / 1076

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.3925
105 / 191


