
GO:0003674
molecular_function

1.00000
5534 / 10033

GO:0003735
structural constituent of ribosome

0.00138
190 / 298

GO:0003824
catalytic activity

0.21896
2387 / 4292

GO:0004175
endopeptidase activity

0.00815
109 / 169

GO:0004222
metalloendopeptidase activity

0.00124
27 / 33

GO:0005198
structural molecule activity

0.00793
237 / 387

GO:0005488
binding
0.54751

2676 / 4856

GO:0008233
peptidase activity

0.08294
176 / 297

GO:0008237
metallopeptidase activity

0.01326
37 / 52

GO:0016787
hydrolase activity

0.05487
835 / 1462

GO:0043167
ion binding

0.55424
1414 / 2568

GO:0043169
cation binding

0.45656
747 / 1350

GO:0046872
metal ion binding

0.41493
709 / 1278

GO:0046914
transition metal ion binding

0.46384
554 / 1001

GO:0050897
cobalt ion binding

0.00136
31 / 39

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.05331
167 / 278


