
GO:0001510
RNA methylation

8.32e−15
137 / 166

GO:0006139
nucleobase−containing compound metabolic process

0.000543
1469 / 2580

GO:0006725
cellular aromatic compound metabolic process

0.000485
1688 / 2977

GO:0006807
nitrogen compound metabolic process

1.98e−06
1820 / 3162

GO:0008150
biological_process

1.000000
5524 / 10201

GO:0008152
metabolic process

6.23e−12
3720 / 6567

GO:0009056
catabolic process

2.73e−13
788 / 1237

GO:0009451
RNA modification

5.52e−09
187 / 262

GO:0009987
cellular process

2.45e−10
3909 / 6948

GO:0016070
RNA metabolic process

0.002980
1097 / 1925

GO:0032259
methylation
2.76e−06
286 / 442

GO:0034641
cellular nitrogen compound metabolic process

3.32e−05
1647 / 2874

GO:0043170
macromolecule metabolic process

1.07e−07
2490 / 4359

GO:0043412
macromolecule modification

0.000802
1029 / 1788

GO:0043414
macromolecule methylation

6.57e−06
280 / 435

GO:0044237
cellular metabolic process

2.54e−10
3271 / 5753

GO:0044238
primary metabolic process

2.44e−14
3255 / 5662

GO:0044260
cellular macromolecule metabolic process

1.62e−05
2321 / 4096

GO:0046483
heterocycle metabolic process

0.000235
1626 / 2856

GO:0071704
organic substance metabolic process

9.78e−15
3467 / 6052

GO:0071840
cellular component organization or biogenesis

1.75e−14
1498 / 2465

GO:0090304
nucleic acid metabolic process

0.002327
1252 / 2203

GO:1901360
organic cyclic compound metabolic process

0.000136
1776 / 3123

GO:1901575
organic substance catabolic process

2.65e−14
702 / 1082


