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nucleic acid binding
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797 / 1460

GO:0003723
RNA binding

0.001786
290 / 479

GO:0003735
structural constituent of ribosome
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GO:0003743
translation initiation factor activity
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44 / 60

GO:0003824
catalytic activity
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GO:0004175
endopeptidase activity
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GO:0005198
structural molecule activity

1.04e−06
254 / 386
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binding
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GO:0008135
translation factor activity, nucleic acid binding
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61 / 86

GO:0008233
peptidase activity

0.003558
176 / 284

GO:0016787
hydrolase activity

0.023906
823 / 1459

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.002184
168 / 268

GO:0097159
organic cyclic compound binding

0.897792
1629 / 3070

GO:1901363
heterocyclic compound binding

0.903145
1624 / 3062


