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structural constituent of ribosome
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catalytic activity
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endopeptidase activity
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109 / 173

GO:0004222
metalloendopeptidase activity
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27 / 33

GO:0005198
structural molecule activity

4.91e−06
255 / 392
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peptidase activity
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184 / 298

GO:0008236
serine−type peptidase activity
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63 / 92
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metallopeptidase activity
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36 / 51
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hydrolase activity
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846 / 1488
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serine hydrolase activity

0.003413
63 / 92

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.001415
177 / 281


