
GO:0003674
molecular_function

1.000000
2049 / 8088

GO:0003676
nucleic acid binding

0.229437
260 / 987

GO:0003723
RNA binding

0.004303
69 / 205

GO:0003727
single−stranded RNA binding

0.000113
12 / 17

GO:0003824
catalytic activity

2.75e−05
966 / 3502

GO:0005488
binding

0.019730
1010 / 3826

GO:0008187
poly−pyrimidine tract binding

4.20e−05
10 / 12

GO:0008266
poly(U) RNA binding

4.20e−05
10 / 12

GO:0016168
chlorophyll binding

8.62e−06
17 / 25

GO:0016491
oxidoreductase activity

1.94e−05
230 / 721

GO:0046906
tetrapyrrole binding

0.417325
48 / 183

GO:0097159
organic cyclic compound binding

0.113508
647 / 2466

GO:1901363
heterocyclic compound binding

0.100244
646 / 2457


