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oxidoreductase activity
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transferase activity, transferring phosphorus−containing gro...
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ion binding
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GO:0043169
cation binding
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metal ion binding
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266 / 1109
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tetrapyrrole binding

0.090633
54 / 194
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transition metal ion binding
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206 / 902

GO:0048037
cofactor binding

5.18e−05
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GO:0097159
organic cyclic compound binding

0.404425
639 / 2696
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heterocyclic compound binding

0.370302
639 / 2689


