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molecular_function

1.000000
2468 / 10365

GO:0003824
catalytic activity

2.72e−08
1185 / 4483

GO:0005215
transporter activity

3.90e−05
225 / 752

GO:0005488
binding

0.030949
1185 / 4805

GO:0008324
cation transmembrane transporter activity

0.000879
84 / 259

GO:0015075
ion transmembrane transporter activity

0.001105
123 / 404

GO:0015399
primary active transmembrane transporter activity

0.057984
45 / 152

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.052556
45 / 151

GO:0016168
chlorophyll binding

4.71e−07
18 / 25

GO:0016462
pyrophosphatase activity

0.152704
112 / 431

GO:0016740
transferase activity

0.127935
425 / 1706

GO:0016757
transferase activity, transferring glycosyl groups

0.549246
79 / 334

GO:0016758
transferase activity, transferring hexosyl groups

0.468025
60 / 248

GO:0016759
cellulose synthase activity

4.46e−05
18 / 31

GO:0016787
hydrolase activity

0.011770
388 / 1482

GO:0016817
hydrolase activity, acting on acid anhydrides

0.121582
115 / 438

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.105411
115 / 435

GO:0016820
hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.170105
34 / 122

GO:0016887
ATPase activity

0.055052
70 / 247

GO:0017111
nucleoside−triphosphatase activity

0.140353
108 / 413

GO:0019829
cation−transporting ATPase activity

0.000894
19 / 40

GO:0022804
active transmembrane transporter activity

0.006384
104 / 351

GO:0022857
transmembrane transporter activity

0.001750
174 / 602

GO:0022891
substrate−specific transmembrane transporter activity

0.000695
147 / 489

GO:0022892
substrate−specific transporter activity

0.000590
165 / 555

GO:0036442
hydrogen−exporting ATPase activity

1.28e−05
15 / 22

GO:0042623
ATPase activity, coupled

0.066762
53 / 184

GO:0042625
ATPase activity, coupled to transmembrane movement of ions

0.055977
19 / 56

GO:0042626
ATPase activity, coupled to transmembrane movement of substa...

0.170105
34 / 122

GO:0043492
ATPase activity, coupled to movement of substances

0.170105
34 / 122

GO:0046527
glucosyltransferase activity

0.047005
31 / 98

GO:0046906
tetrapyrrole binding

0.286595
62 / 243

GO:0097159
organic cyclic compound binding

0.111707
746 / 3030

GO:1901363
heterocyclic compound binding

0.100925
745 / 3021


