
GO:0003674
molecular_function

1.000000
1465 / 8880

GO:0003824
catalytic activity

1.79e−05
713 / 3883

GO:0005488
binding

0.001006
752 / 4228

GO:0005515
protein binding

0.000468
220 / 1095

GO:0016168
chlorophyll binding

2.63e−05
13 / 24

GO:0016491
oxidoreductase activity

0.007749
160 / 816

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.229959
25 / 130

GO:0016671
oxidoreductase activity, acting on a sulfur group of donors,...

0.000387
12 / 26

GO:0016829
lyase activity

0.000956
43 / 164

GO:0046906
tetrapyrrole binding

0.006243
45 / 190

GO:0097159
organic cyclic compound binding

0.003046
490 / 2698

GO:1901363
heterocyclic compound binding

0.002435
490 / 2691


