
GO:0000166

nucleotide binding

0.000110
758 / 1596

GO:0001882

nucleoside binding

0.000456

570 / 1193

GO:0001883

purine nucleoside binding

0.000683
565 / 1186

GO:0003674

molecular_function

1.000000

3933 / 9085

GO:0005488

binding

3.10e−16

2190 / 4617

GO:0005515

protein binding

2.93e−14
706 / 1338

GO:0005524

ATP binding

2.48e−06

497 / 991

GO:0017076

purine nucleotide binding

0.000641

568 / 1192

GO:0030554

adenyl nucleotide binding

0.000441

524 / 1091

GO:0032549

ribonucleoside binding

0.000515
569 / 1192

GO:0032550

purine ribonucleoside binding

0.000683

565 / 1186

GO:0032553

ribonucleotide binding

0.001037

568 / 1197

GO:0032555

purine ribonucleotide binding

0.000753

565 / 1187

GO:0032559

adenyl ribonucleotide binding

0.000357

524 / 1089

GO:0035639

purine ribonucleoside triphosphate binding

8.87e−06
538 / 1089

GO:0036094

small molecule binding

2.20e−05
779 / 1627

GO:0043167

ion binding

0.020071
1059 / 2347

GO:0043168

anion binding

0.002378

632 / 1349

GO:0097159

organic cyclic compound binding

3.41e−09
1476 / 3108

GO:0097367

carbohydrate derivative binding

0.000317
582 / 1216

GO:1901265

nucleoside phosphate binding

0.000110

758 / 1596

GO:1901363

heterocyclic compound binding

4.20e−09
1473 / 3103


