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histone modification

< 1e−20
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1.12e−07
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876 / 1725
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macromolecule metabolic process

2.94e−14
2078 / 4654
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macromolecule modification

5.16e−20
994 / 2003
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macromolecular complex subunit organization
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GO:0044237
cellular metabolic process

2.55e−11
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1.97e−14
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cellular macromolecule metabolic process

4.00e−13
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2.97e−07
1067 / 2370
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single−organism process

2.43e−17
2669 / 6054
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single−organism metabolic process

4.69e−07
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single−organism cellular process

6.39e−17
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negative regulation of biological process

< 1e−20
527 / 901
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regulation of biological process

< 1e−20
1535 / 3172
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chromosome organization

< 1e−20
397 / 657
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< 1e−20
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single−organism organelle organization

< 1e−20
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