
GO:0003674
molecular_function

1.00000
5477 / 10059

GO:0003735
structural constituent of ribosome

7.01e−07
200 / 293

GO:0003824
catalytic activity

0.19555
2345 / 4267

GO:0005198
structural molecule activity

2.06e−06
252 / 382

GO:0008233
peptidase activity

0.01472
184 / 303

GO:0008236
serine−type peptidase activity

0.00289
66 / 96

GO:0016787
hydrolase activity

0.01928
854 / 1500

GO:0017171
serine hydrolase activity

0.00289
66 / 96

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.00393
177 / 284


