
GO:0001071
nucleic acid binding transcription factor activity

0.020504
436 / 771

GO:0003674
molecular_function

1.000000
4675 / 8824

GO:0003700
sequence−specific DNA binding transcription factor activity

0.020504
436 / 771

GO:0003824
catalytic activity

0.942960
1836 / 3533

GO:0004672
protein kinase activity

0.058204
332 / 591

GO:0004674
protein serine/threonine kinase activity

0.037231
288 / 506

GO:0004683
calmodulin−dependent protein kinase activity

0.011979
16 / 20

GO:0005488
binding

0.445415
2142 / 4036

GO:0005509
calcium ion binding

0.000131
83 / 119

GO:0016301
kinase activity

0.173466
365 / 666

GO:0016740
transferase activity

0.869264
734 / 1421

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.299688
409 / 758

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.136171
354 / 642

GO:0020037
heme binding

0.026444
103 / 170

GO:0043167
ion binding
0.571426

1209 / 2288

GO:0043169
cation binding

0.338548
594 / 1108

GO:0046872
metal ion binding

0.261640
543 / 1006

GO:0046906
tetrapyrrole binding

0.058499
104 / 176

GO:0097159
organic cyclic compound binding

0.114269
1449 / 2685

GO:1901363
heterocyclic compound binding

0.109001
1448 / 2682


