
GO:0003674
molecular_function

1.000000
131 / 8783

GO:0005488
binding

0.008123
75 / 4081

GO:0005515
protein binding

3.78e−06
36 / 1114

GO:0019899
enzyme binding

0.002952
5 / 66

GO:0031072
heat shock protein binding

0.000846
5 / 50

GO:0051082
unfolded protein binding

0.000210
6 / 58


