
GO:0006139
nucleobase−containing compound metabolic process

0.73308
68 / 2038

GO:0006259
DNA metabolic process

0.96927
7 / 352

GO:0006281
DNA repair

0.86229
3 / 135

GO:0006284
base−excision repair

0.00967
3 / 13

GO:0006725
cellular aromatic compound metabolic process

0.84009
78 / 2410

GO:0006807
nitrogen compound metabolic process

0.57190
87 / 2485

GO:0006950
response to stress

0.94031
60 / 2001

GO:0006974
cellular response to DNA damage stimulus

0.79209
4 / 152

GO:0007154
cell communication

0.13876
50 / 1212

GO:0007165
signal transduction

0.16317
42 / 1017

GO:0007275
multicellular organismal development

0.77879
55 / 1690

GO:0008150
biological_process

1.00000
355 / 10022

GO:0008152
metabolic process

0.21072
212 / 5763

GO:0009825
multidimensional cell growth

0.00608
7 / 62

GO:0009888
tissue development

0.01482
31 / 582

GO:0009987
cellular process

0.23058
223 / 6093

GO:0010087
phloem or xylem histogenesis

0.00889
6 / 51

GO:0016049
cell growth

0.30788
16 / 390

GO:0019932
second−messenger−mediated signaling

0.00647
5 / 34

GO:0023052
signaling
0.17372

43 / 1050

GO:0032501
multicellular organismal process

0.87326
58 / 1854

GO:0032502
developmental process

0.62284
68 / 1973

GO:0033554
cellular response to stress

0.79052
22 / 717

GO:0034641
cellular nitrogen compound metabolic process

0.68532
77 / 2267

GO:0035556
intracellular signal transduction

0.29372
16 / 386

GO:0040007
growth

0.25003
21 / 504

GO:0043170
macromolecule metabolic process

0.21568
138 / 3684

GO:0044237
cellular metabolic process

0.27546
176 / 4799

GO:0044238
primary metabolic process

0.51170
170 / 4793

GO:0044260
cellular macromolecule metabolic process

0.23374
129 / 3448

GO:0044699
single−organism process

0.93938
181 / 5499

GO:0044700
single organism signaling

0.17208
43 / 1049

GO:0044707
single−multicellular organism process

0.77088
56 / 1714

GO:0044710
single−organism metabolic process

0.91259
98 / 3078

GO:0044763
single−organism cellular process

0.93512
136 / 4215

GO:0044767
single−organism developmental process

0.71014
65 / 1937

GO:0046483
heterocycle metabolic process

0.79695
74 / 2257

GO:0048507
meristem development

0.00325
18 / 249

GO:0048513
organ development

0.11122
38 / 877

GO:0048731
system development

0.45469
47 / 1296

GO:0048856
anatomical structure development

0.57566
62 / 1777

GO:0050789
regulation of biological process

0.17175
101 / 2620

GO:0050794
regulation of cellular process

0.05459
94 / 2285

GO:0050896
response to stimulus

0.50873
118 / 3324

GO:0051716
cellular response to stimulus

0.56255
54 / 1543

GO:0065007
biological regulation

0.06311
115 / 2869

GO:0071704
organic substance metabolic process

0.15214
192 / 5138

GO:0090304
nucleic acid metabolic process

0.51894
64 / 1805

GO:1901360
organic cyclic compound metabolic process

0.71697
85 / 2517


