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catalytic activity
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endopeptidase activity

0.015898
14 / 137
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ATP−dependent peptidase activity

7.71e−05
7 / 21
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metalloendopeptidase activity

1.04e−05
10 / 35
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UDP−glycosyltransferase activity
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14 / 113
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peptidase activity

0.078201
19 / 248

GO:0008237
metallopeptidase activity

3.02e−05
11 / 47

GO:0016462
pyrophosphatase activity

0.584268
23 / 437

GO:0016740
transferase activity

0.002911
101 / 1446

GO:0016757
transferase activity, transferring glycosyl groups

0.001211
27 / 267

GO:0016758
transferase activity, transferring hexosyl groups

0.001915
20 / 182

GO:0016787
hydrolase activity

0.012584
91 / 1350

GO:0016817
hydrolase activity, acting on acid anhydrides

0.615586
23 / 444

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.593313
23 / 439

GO:0016887
ATPase activity

0.207936
17 / 253

GO:0017111
nucleoside−triphosphatase activity

0.606638
22 / 423

GO:0035251
UDP−glucosyltransferase activity

0.000281
10 / 50

GO:0042623
ATPase activity, coupled

0.180238
13 / 181

GO:0046527
glucosyltransferase activity

0.000488
11 / 63

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.051043
19 / 235


