
GO:0003674
molecular_function

1.000000
1536 / 8543

GO:0003824
catalytic activity

1.32e−05
718 / 3580

GO:0004364
glutathione transferase activity

3.62e−05
16 / 32

GO:0005215
transporter activity

0.003311
123 / 547

GO:0005488
binding

0.073050
733 / 3931

GO:0016491
oxidoreductase activity

2.42e−05
176 / 743

GO:0016740
transferase activity

0.381082
244 / 1333

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.000499
26 / 76

GO:0022804
active transmembrane transporter activity

0.000104
73 / 269

GO:0022857
transmembrane transporter activity

0.001499
104 / 442

GO:0046906
tetrapyrrole binding

0.000111
47 / 155

GO:0097159
organic cyclic compound binding

0.035094
498 / 2602

GO:1901363
heterocyclic compound binding

0.031790
498 / 2598


