
GO:0003674
molecular_function

1.000000
1427 / 10567

GO:0003824
catalytic activity

7.18e−08
692 / 4442

GO:0005488
binding

0.011251
693 / 4832

GO:0016301
kinase activity

0.000337
123 / 682

GO:0016740
transferase activity

0.000363
278 / 1724

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.000693
139 / 799

GO:0016829
lyase activity

0.000279
45 / 199

GO:0035639
purine ribonucleoside triphosphate binding

0.000124
197 / 1150

GO:0043167
ion binding
0.000213
408 / 2617

GO:0043168
anion binding

0.002402
232 / 1457

GO:0097159
organic cyclic compound binding

0.070759
446 / 3124

GO:1901265
nucleoside phosphate binding

0.001493
267 / 1686

GO:1901363
heterocyclic compound binding

0.074616
445 / 3120


