
GO:0003674
molecular_function

1.000000
1243 / 10378

GO:0003676
nucleic acid binding

0.999749
122 / 1326

GO:0003723
RNA binding

0.086380
50 / 345

GO:0003727
single−stranded RNA binding

0.002298
9 / 26

GO:0003824
catalytic activity

0.001481
567 / 4324

GO:0005488
binding

0.634840
552 / 4652

GO:0008187
poly−pyrimidine tract binding

0.000556
7 / 14

GO:0008266
poly(U) RNA binding

0.000556
7 / 14

GO:0015035
protein disulfide oxidoreductase activity

0.000532
14 / 45

GO:0015036
disulfide oxidoreductase activity

0.000322
15 / 48

GO:0016168
chlorophyll binding

9.72e−05
10 / 22

GO:0016491
oxidoreductase activity

0.016733
120 / 835

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.087982
21 / 129

GO:0046906
tetrapyrrole binding

0.913558
19 / 206

GO:0097159
organic cyclic compound binding

0.955986
332 / 2980

GO:1901363
heterocyclic compound binding

0.962291
330 / 2972


