
GO:0006139
nucleobase−containing compound metabolic process

4.47e−06
255 / 2935

GO:0006725
cellular aromatic compound metabolic process

5.63e−06
281 / 3297

GO:0006807
nitrogen compound metabolic process

6.56e−06
295 / 3495

GO:0006996
organelle organization

1.62e−08
151 / 1435

GO:0008150
biological_process

1.000000
869 / 12755

GO:0008152
metabolic process

0.000291
558 / 7480

GO:0009058
biosynthetic process

0.002339
337 / 4374

GO:0009451
RNA modification

3.63e−07
47 / 318

GO:0009657
plastid organization

< 1e−20
93 / 373

GO:0009658
chloroplast organization

3.74e−19
57 / 220

GO:0009987
cellular process

0.006551
560 / 7708

GO:0016043
cellular component organization

8.10e−09
218 / 2254

GO:0016070
RNA metabolic process

1.47e−05
201 / 2256

GO:0016071
mRNA metabolic process

1.95e−09
42 / 226

GO:0016226
iron−sulfur cluster assembly

4.59e−17
34 / 92

GO:0016556
mRNA modification

1.88e−17
38 / 112

GO:0022607
cellular component assembly

8.67e−13
101 / 716

GO:0031163
metallo−sulfur cluster assembly

4.59e−17
34 / 92

GO:0034641
cellular nitrogen compound metabolic process

4.03e−06
276 / 3216

GO:0043170
macromolecule metabolic process

0.000170
377 / 4796

GO:0043412
macromolecule modification

0.088674
139 / 1834

GO:0044085
cellular component biogenesis

1.50e−12
143 / 1175

GO:0044237
cellular metabolic process

0.000117
474 / 6182

GO:0044238
primary metabolic process

4.26e−05
483 / 6262

GO:0044260
cellular macromolecule metabolic process

0.000164
354 / 4466

GO:0046483
heterocycle metabolic process

4.32e−06
275 / 3205

GO:0071704
organic substance metabolic process

0.000921
501 / 6698

GO:0071840
cellular component organization or biogenesis

9.59e−08
238 / 2582

GO:0090304
nucleic acid metabolic process

0.000207
218 / 2586

GO:1901360
organic cyclic compound metabolic process

3.43e−06
294 / 3456


