
GO:0003674
molecular_function

1.000000
847 / 12466

GO:0003824
catalytic activity

0.064543
365 / 5056

GO:0004175
endopeptidase activity

0.035123
19 / 179

GO:0004222
metalloendopeptidase activity

0.000525
9 / 36

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.070825
25 / 270

GO:0005215
transporter activity

0.041105
60 / 706

GO:0008168
methyltransferase activity

0.005274
22 / 180

GO:0008173
RNA methyltransferase activity

0.001217
6 / 19

GO:0008233
peptidase activity

0.218737
26 / 325

GO:0008237
metallopeptidase activity

0.000728
11 / 53

GO:0015925
galactosidase activity

0.004451
5 / 17

GO:0016740
transferase activity

0.643967
119 / 1799

GO:0016741
transferase activity, transferring one−carbon groups

0.005282
23 / 191

GO:0016787
hydrolase activity

0.219003
130 / 1794

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.106715
25 / 283

GO:0022857
transmembrane transporter activity

0.075738
48 / 573

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.303199
24 / 314

GO:1901618
organic hydroxy compound transmembrane transporter activity

0.004746
4 / 11


