
GO:0001871
pattern binding

4.05e−09
15 / 15

GO:0003674
molecular_function

1.0000
3332 / 12066

GO:0003824
catalytic activity

< 1e−20
1610 / 4908

GO:0005488
binding
0.2617

1507 / 5399

GO:0016787
hydrolase activity

2.09e−07
571 / 1745

GO:0030246
carbohydrate binding

0.0253
37 / 100

GO:0030247
polysaccharide binding

4.05e−09
15 / 15

GO:0048037
cofactor binding

3.32e−09
118 / 267


