
GO:0001871
pattern binding

2.61e−06
12 / 16

GO:0003674
molecular_function

1.0000
2058 / 10488

GO:0003824
catalytic activity

< 1e−20
1066 / 4380

GO:0005488
binding
0.8485

917 / 4777

GO:0016491
oxidoreductase activity

4.53e−07
229 / 874

GO:0030246
carbohydrate binding

0.0148
30 / 104

GO:0030247
polysaccharide binding

2.61e−06
12 / 16

GO:0048037
cofactor binding

7.93e−09
89 / 257


