
GO:0000975
regulatory region DNA binding

0.168663
10 / 30

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.001250
10 / 16

GO:0001067
regulatory region nucleic acid binding

0.168663
10 / 30

GO:0001071
nucleic acid binding transcription factor activity

0.000818
266 / 931

GO:0003674
molecular_function

1.000000
2848 / 11764

GO:0003676
nucleic acid binding

0.999994
330 / 1648

GO:0003677
DNA binding

0.948309
240 / 1079

GO:0003700
sequence−specific DNA binding transcription factor activity

0.000818
266 / 931

GO:0003824
catalytic activity

0.182316
1141 / 4626

GO:0005488
binding

0.946237
1251 / 5319

GO:0005507
copper ion binding

0.001137
45 / 122

GO:0016740
transferase activity

0.401270
428 / 1749

GO:0016757
transferase activity, transferring glycosyl groups

0.009101
101 / 338

GO:0016758
transferase activity, transferring hexosyl groups

0.001501
75 / 227

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.000361
14 / 24

GO:0043167
ion binding
0.999896
600 / 2776

GO:0043169
cation binding

0.920444
340 / 1492

GO:0043565
sequence−specific DNA binding

0.131017
58 / 209

GO:0044212
transcription regulatory region DNA binding

0.141577
10 / 29

GO:0046872
metal ion binding

0.966328
306 / 1374

GO:0046914
transition metal ion binding

0.963290
246 / 1114

GO:0097159
organic cyclic compound binding

0.999986
724 / 3349

GO:1901363
heterocyclic compound binding

0.999985
723 / 3343


