
GO:0003674
molecular_function

1.00000
533 / 8233

GO:0003824
catalytic activity

0.19593
242 / 3584

GO:0005198
structural molecule activity

0.24201
15 / 189

GO:0005199
structural constituent of cell wall

9.61e−07
9 / 19

GO:0005215
transporter activity

0.14634
44 / 579

GO:0008194
UDP−glycosyltransferase activity

0.01504
14 / 114

GO:0008509
anion transmembrane transporter activity

0.00391
15 / 108

GO:0015075
ion transmembrane transporter activity

0.18043
24 / 304

GO:0016740
transferase activity

0.00873
115 / 1450

GO:0016757
transferase activity, transferring glycosyl groups

0.00013
33 / 259

GO:0016758
transferase activity, transferring hexosyl groups

9.63e−05
26 / 181

GO:0022857
transmembrane transporter activity

0.18091
35 / 461

GO:0022891
substrate−specific transmembrane transporter activity

0.18446
29 / 376

GO:0022892
substrate−specific transporter activity

0.21886
32 / 428

GO:0047262
polygalacturonate 4−alpha−galacturonosyltransferase activity

0.00266
4 / 10


