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1086 / 9749
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nucleic acid binding
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213 / 1588

GO:0003723
RNA binding

1.27e−11
100 / 459

GO:0003824
catalytic activity

0.000412
488 / 3917

GO:0004175
endopeptidase activity

0.001140
28 / 138

GO:0004222
metalloendopeptidase activity

2.15e−05
14 / 37

GO:0005215
transporter activity

0.378211
64 / 551
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binding
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573 / 4785

GO:0008233
peptidase activity

0.001333
44 / 250

GO:0008237
metallopeptidase activity

6.39e−06
18 / 52

GO:0008565
protein transporter activity

1.70e−05
22 / 76

GO:0016787
hydrolase activity

0.005536
187 / 1420

GO:0016817
hydrolase activity, acting on acid anhydrides

2.23e−05
89 / 523

GO:0022892
substrate−specific transporter activity

0.861722
39 / 406

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.000670
44 / 242

GO:0097159
organic cyclic compound binding

0.000888
402 / 3192

GO:1901363
heterocyclic compound binding

0.000718
402 / 3184


