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RNA binding
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nuclease activity

0.14306
4 / 61

GO:0004540
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NADH dehydrogenase (ubiquinone) activity

0.02354
3 / 19
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oxidoreductase activity

0.06303
29 / 653

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.33363
4 / 88
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oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.05862
3 / 27
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hydrolase activity

0.73529
32 / 1055

GO:0016788
hydrolase activity, acting on ester bonds
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7 / 325
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rRNA binding

0.01734
3 / 17

GO:0030170
pyridoxal phosphate binding

0.00163
6 / 39
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ion binding

0.69686
58 / 1841
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anion binding

0.73314
30 / 991

GO:0048037
cofactor binding

0.01271
13 / 195

GO:0050136
NADH dehydrogenase (quinone) activity

0.02704
3 / 20

GO:0097159
organic cyclic compound binding

0.37862
78 / 2273

GO:1901363
heterocyclic compound binding

0.37685
78 / 2272


