
GO:0003674
molecular_function

1.000
1664 / 10091

GO:0003824
catalytic activity

8.69e−19
819 / 3986

GO:0004364
glutathione transferase activity

3.38e−09
21 / 34

GO:0005488
binding
0.190

793 / 4707

GO:0016491
oxidoreductase activity

5.04e−10
201 / 820

GO:0016705
oxidoreductase activity, acting on paired donors, with incor...

2.31e−10
76 / 228

GO:0016740
transferase activity

8.54e−07
312 / 1495

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

1.57e−06
28 / 69

GO:0020037
heme binding

5.38e−09
61 / 179

GO:0046906
tetrapyrrole binding

2.21e−08
61 / 185

GO:0097159
organic cyclic compound binding

0.488
496 / 3002

GO:1901363
heterocyclic compound binding

0.519
494 / 2998


