
GO:0000166
nucleotide binding

0.741526
247 / 1522

GO:0003674
molecular_function

1.000000
1390 / 8294

GO:0003824
catalytic activity

0.010001
611 / 3410

GO:0004497
monooxygenase activity

0.000310
17 / 43

GO:0005488
binding

0.308740
705 / 4153

GO:0005506
iron ion binding

0.000548
35 / 121

GO:0016491
oxidoreductase activity

0.001285
121 / 561

GO:0019825
oxygen binding

0.000764
21 / 62

GO:0020037
heme binding

0.000410
32 / 106

GO:0036094
small molecule binding

0.546195
261 / 1564

GO:0043167
ion binding
0.079487
402 / 2268

GO:0043168
anion binding

0.094643
235 / 1302

GO:0043169
cation binding

0.251848
199 / 1138

GO:0046872
metal ion binding

0.304267
189 / 1090

GO:0046906
tetrapyrrole binding

0.001168
32 / 112

GO:0046914
transition metal ion binding

0.358719
150 / 870

GO:0048037
cofactor binding

0.002953
48 / 195

GO:0050660
flavin adenine dinucleotide binding

0.000268
24 / 70

GO:0050662
coenzyme binding

0.012379
35 / 144

GO:0097159
organic cyclic compound binding

0.303671
462 / 2705

GO:1901265
nucleoside phosphate binding

0.741526
247 / 1522

GO:1901363
heterocyclic compound binding

0.299770
461 / 2698


