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1437 / 10117

GO:0003755
peptidyl−prolyl cis−trans isomerase activity

6.67e−05
13 / 29

GO:0003824
catalytic activity
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608 / 4170
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2.31e−06
14 / 26
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isomerase activity
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13 / 32

GO:0046906
tetrapyrrole binding

0.013411
46 / 235
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iron−sulfur cluster binding

6.60e−09
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2 iron, 2 sulfur cluster binding

5.11e−05
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metal cluster binding

6.60e−09
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organic cyclic compound binding

0.999949
347 / 2867

GO:1901363
heterocyclic compound binding

0.999935
347 / 2860


