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acyl−CoA metabolic process
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51 / 1129

GO:0006996
organelle organization

0.033381
56 / 1094

GO:0007275
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metabolic process

0.248004
207 / 4970

GO:0009987
cellular process
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cellular component organization
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covalent chromatin modification
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developmental process
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thioester metabolic process
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cellular metabolic process
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167 / 4236

GO:0044699
single−organism process
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single−multicellular organism process
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85 / 1737
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single−organism developmental process

0.043040
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regulation of biological process
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regulation of developmental process

1.28e−05
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cofactor metabolic process
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GO:0051239
regulation of multicellular organismal process
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chromosome organization
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GO:0065007
biological regulation
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organic substance metabolic process
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regulation of multicellular organismal development
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