
GO:0003674
molecular_function

1.000000
713 / 9059

GO:0003824
catalytic activity

0.142212
301 / 3647

GO:0004175
endopeptidase activity

0.354550
11 / 121

GO:0004190
aspartic−type endopeptidase activity

0.008990
7 / 31

GO:0004364
glutathione transferase activity

0.000961
9 / 34

GO:0005215
transporter activity

0.136233
56 / 615

GO:0008233
peptidase activity

0.544266
16 / 204

GO:0008509
anion transmembrane transporter activity

0.019977
15 / 107

GO:0015075
ion transmembrane transporter activity

0.033548
35 / 324

GO:0015103
inorganic anion transmembrane transporter activity

0.001508
10 / 43

GO:0015291
secondary active transmembrane transporter activity

0.008797
18 / 125

GO:0015562
efflux transmembrane transporter activity

0.003271
5 / 14

GO:0016740
transferase activity

0.072501
129 / 1457

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.047845
9 / 61

GO:0016787
hydrolase activity

0.811832
88 / 1210

GO:0022804
active transmembrane transporter activity

0.050559
28 / 258

GO:0022857
transmembrane transporter activity

0.131028
45 / 483

GO:0022891
substrate−specific transmembrane transporter activity

0.021572
43 / 400

GO:0022892
substrate−specific transporter activity

0.020753
49 / 465

GO:0070001
aspartic−type peptidase activity

0.008990
7 / 31

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.469220
16 / 195


