
GO:0003674
molecular_function

1.000000
1310 / 13337

GO:0003735
structural constituent of ribosome

< 1e−20
126 / 331

GO:0003824
catalytic activity

3.38e−16
588 / 4615

GO:0005198
structural molecule activity

< 1e−20
143 / 400

GO:0005488
binding

6.46e−20
678 / 5329

GO:0016168
chlorophyll binding

2.01e−16
20 / 25

GO:0046906
tetrapyrrole binding

0.000378
43 / 258

GO:0097159
organic cyclic compound binding

6.25e−08
414 / 3388

GO:1901363
heterocyclic compound binding

4.64e−08
414 / 3380


