
GO:0006091
generation of precursor metabolites and energy

8.30e−20
43 / 341

GO:0006139
nucleobase−containing compound metabolic process

4.95e−05
71 / 1925

GO:0006351
transcription, DNA−templated

0.000118
48 / 1181

GO:0006354
DNA−templated transcription, elongation

< 1e−20
29 / 88

GO:0006725
cellular aromatic compound metabolic process

4.19e−06
82 / 2176

GO:0006807
nitrogen compound metabolic process

2.52e−06
85 / 2255

GO:0006950
response to stress

4.79e−09
69 / 1447

GO:0006952
defense response

1.36e−10
40 / 546

GO:0008150
biological_process

1.000000
278 / 11781

GO:0008152
metabolic process

1.14e−05
162 / 5368

GO:0009058
biosynthetic process

8.49e−06
99 / 2837

GO:0009059
macromolecule biosynthetic process

0.001401
63 / 1855

GO:0009605
response to external stimulus

6.75e−08
39 / 651

GO:0009607
response to biotic stimulus

7.84e−10
33 / 414

GO:0009987
cellular process

5.61e−08
173 / 5464

GO:0010467
gene expression

0.000304
57 / 1539

GO:0015979
photosynthesis

< 1e−20
43 / 248

GO:0016070
RNA metabolic process

7.47e−05
59 / 1529

GO:0018130
heterocycle biosynthetic process

4.83e−05
57 / 1438

GO:0019438
aromatic compound biosynthetic process

1.30e−05
61 / 1508

GO:0019684
photosynthesis, light reaction

< 1e−20
37 / 192

GO:0032774
RNA biosynthetic process

0.000118
48 / 1181

GO:0034641
cellular nitrogen compound metabolic process

3.52e−05
76 / 2083

GO:0034645
cellular macromolecule biosynthetic process

0.001140
63 / 1840

GO:0034654
nucleobase−containing compound biosynthetic process

0.000267
50 / 1290

GO:0043170
macromolecule metabolic process

7.81e−06
109 / 3209

GO:0043207
response to external biotic stimulus

7.84e−10
33 / 414

GO:0044237
cellular metabolic process

1.62e−10
149 / 4144

GO:0044238
primary metabolic process

5.10e−05
132 / 4249

GO:0044249
cellular biosynthetic process

1.04e−05
94 / 2664

GO:0044260
cellular macromolecule metabolic process

1.09e−06
107 / 3011

GO:0044271
cellular nitrogen compound biosynthetic process

7.54e−05
56 / 1427

GO:0046483
heterocycle metabolic process

1.12e−05
78 / 2088

GO:0050896
response to stimulus

2.35e−09
102 / 2517

GO:0051704
multi−organism process

1.06e−05
37 / 738

GO:0051707
response to other organism

7.84e−10
33 / 414

GO:0071704
organic substance metabolic process

3.43e−08
152 / 4558

GO:0090304
nucleic acid metabolic process

1.74e−05
67 / 1727

GO:0097659
nucleic acid−templated transcription

0.000118
48 / 1181

GO:0098542
defense response to other organism

1.29e−11
30 / 295

GO:1901360
organic cyclic compound metabolic process

1.14e−05
83 / 2268

GO:1901362
organic cyclic compound biosynthetic process

2.04e−05
63 / 1598

GO:1901576
organic substance biosynthetic process

1.85e−06
99 / 2745


