
GO:0000166
nucleotide binding

6.34e−06
453 / 2093

GO:0003674
molecular_function

1.000000
2243 / 12319

GO:0003824
catalytic activity

0.000139
956 / 4829

GO:0004672
protein kinase activity

1.13e−12
202 / 702

GO:0004674
protein serine/threonine kinase activity

3.30e−12
176 / 596

GO:0005488
binding

1.25e−08
1178 / 5812

GO:0016301
kinase activity

1.61e−12
233 / 842

GO:0016740
transferase activity

1.20e−11
471 / 1990

GO:0016772
transferase activity, transferring phosphorus−containing gro...

5.03e−09
249 / 985

GO:0016773
phosphotransferase activity, alcohol group as acceptor

1.89e−12
222 / 794

GO:0017076
purine nucleotide binding

3.21e−11
374 / 1528

GO:0030554
adenyl nucleotide binding

7.13e−12
343 / 1364

GO:0032553
ribonucleotide binding

2.81e−11
377 / 1541

GO:0032555
purine ribonucleotide binding

3.16e−11
373 / 1523

GO:0032559
adenyl ribonucleotide binding

6.45e−12
343 / 1363

GO:0036094
small molecule binding

2.29e−06
467 / 2146

GO:0097159
organic cyclic compound binding

0.000799
741 / 3724

GO:0097367
carbohydrate derivative binding

3.22e−11
380 / 1557

GO:1901265
nucleoside phosphate binding

6.34e−06
453 / 2093

GO:1901363
heterocyclic compound binding

0.000817
739 / 3714


